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16 603  24.5 472 12 US-10-146-733-74 Sequence 74, Appl
. GenCore version 5.1.6 17 603 24.5 472 14 US-10-024-£22-29 Sequence 29, Appl
Copyright (¢} 1993 - 2003 Compugen Ltd. 18 598 24.3 486 9 US-09-860-232A-7 Sequence 7, Appli

OM protein - protein search, using sw model

Run on: December 15, 2003, 16:51:32 ; Search time 37 Seconds
(without alignments}
2397.681 Million cell updates/sec

Title: Us-09-886-954A-1
Perfect score: 2457
Sequence: 1 MTPEDPEETQPLLGPPGGSA..........CVPETKGKTLEQITAHFEGR 477

Scoring tabkle: BLCOSUM&EZ2
Gapop 10.0 , Gapext 0.5

Searched: 6584280 segs, 18598365% residues
Total number of hits satisfying chosen parameters: 684280

Minimum DB seq length: ©
Maximum DB seq length: 2000000000

Post-processing: MWinimum Match 0%
Maximum Match 100%
Listing first 45 summaries
Database : Published Applicaticns Ah:*
fogn2_6/ptodata/1/pubpaa/UsSe7_PUBCOMB.pep:*
/cgnz_6/ptodata/l/pubpaa/PCT_NEW_PUB.pep: *
/egnz_6/ptodata/1/pubpaa/US06_NEW_PUB.pep:*
fcan?_6/ptodata/1/pubpaa/USes PUBCOME . pep:*
/cgnz_6/prodata/i/pubpaa/US07_NEW PUB.pep:*
/cgnz_6/ptodata/l/pubpaa/PCTUS_PUBCOMB.pep:*
/cgn2_6/ptodata/1/pubpaa/USes_NEW PUB.pep:*
/cgn2_6/ptodata/1/pubpaa/Uses_PUBTOMB.pep: *
/cgn2_6/ptodata/1/pubpaa/US09A_PUBCOMB.pep:*
:  /cgnZ_6/ptodata/1/pubpaa/Us0$E_PUBCOMB.pep: *
:  /cgn2_6/ptodata/1/pubpaa/US09C_PURCOMB.pep:*
12: /cgn2”6/ptodata/1/pubpaa/US09_NEW_PUB,pep:*
13: /egn2_s/ptodata/l/pubpaa/UsSi0A_PUBCOMB.pep:*
14: /egn2 6/ptodata/1/pubpaa/US10B_PUBCOME.pep:*
15: /cgn2_s/ptodata/l/pubpaa/Us10C_PUBCOMB.pep:*
16: /egn2_6/ptodata/1/pubpaa/Usio_NEW PUB.pep:*
17: JecgnZ_6/ptedata/l/pubpaa/US60_NEW PUB.pep:*
18: /egn2_6/ptodata/l/pubpaa/UsS60_PUBCOMB.pep:*
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Pred. No. is the number of results predicted by chance to have a
score greater than or equal to the score of the result being printed,
and is derived by analysis of the total score distribution.

SUMMARIES
%
Result Query
Ne . Score Match Length DB ID Description

1 2457 100.0 477 12 US-10-168-651-1 Sequence 1, Appli
2 948 38.6 507 15 US-10-157-031-359 . Sequence 359, App
3 723 29.4 501 14 US-10-051-909-38 Sequence 38, Appl
4 658.5 26.8 553 14 1US-10-051-909-36 Sequence 36, Appl
5 &15 25.¢ 488 14 US-10-0%4-0E59-4 Sequence 4, Appli
6 615 25.0 468 15 US-10-170-528-5 Sequence 5, Appli
7 615 25.Q¢ 488 15 TUS-10-162-012-48 Sequence 46, Appl
8 618 25.0 488 15 US-10-062-9%60B-4 Sequence 4, Appli
9 615 25.0 488 15 T1S-10-144-624-4 Sequence 4, Appli
10 613.% 25.0 487 9 US-09-795-693-27 Sequence 27, Appl
11 613.5 25.0 487 12 US-10-391-399-45 Sequence 45, Appl
1z 613.5 25.0 487 14 US-10-095-139-14 Sequence 14, Appl
13 613.5 25.0 487 15 US-10-156-239-27 Sequence 27, Appl
14 613.5 25.0 487 1% US-10-199-485-27 Sequence 27, Appl
is 603 24.5 472 12 US-10-~154-419-79 Sequence 79, Appl

L

192 591:5% 24.1 464 12 US5-10-154-419-78
20 551.5 24.1 464 12 US-10-146-733-73
21 591.5 24.1 464 14 US-10-024-623-28
22 588.5 24.0 535 9 US-09-795-653-20

Sequence 78, Appl
Sequence 73, Appl
Sequence 28, Appl
Sequence 20, Appl

23 588.5 24.Q 53% 15 US-10-15£-239-20 Sequence 20, Appl
24 588.5 24.0 535 15 US-10-199-485-20 Sequences 20, Appl
25 575.5 23.4 494 10 US-09-981-947A-5 Sequence 5, Appli
26 570.5 23.2 496 12 TUS-10-341-434-89 ) Sequence 89, Appl
27 568 23.1 493 10 US-09-981-947A-10 Sequence 10, Appl
28 548.5 22.3 571 14 US-10-051-909-34 Sequence 34, Appl
29 543 22.1 523 12 US-10-0%9-322-122 Seguence 122, App
30 542.5 22.1 522 12 US-10-099-322-125 Sequence 125, App
31 541.5 22.0 5§22 12 US-1(-099-322-124 Sequencge 124, App
32 540 22.0 523 12 US8-10-099-322-123 Sequence 123, App
33 536 21.8 509 10 US-09-981-947A-¢ Sequence 6, Appli
34 533 2.7 519 312 US-10-255-165-248 Sequence 248, App
35 529 21.5 492 9 TUS-69-205-658-208 Segquence 208, App

36 529 21.5 492 12 US-09-963-693-208 Sequence 208, App
37 522 21.2 617 12 US-10-154-419-52 Sequence 52, Appl
38 522 21.2 617 12 US-10-146-733-47 Sequence 47, Appl
39 522 21.2 617 14 US-10-024-623-2 Segquence 2, Appli

40 $21.58 2L.2 471 9 US-09-778-927A-47

seguence 47, Appl
41 521.5 21.2 501 $ US-09-778-927A-48

gsequence 48, Appl

42 519  21.1 491 10 US-09-738-626-3703 Sequence 3703, Ap
43 516.5 21.0 492 12 US-10-328-198-3 Sequence 3, Appli
44 513  20.9 524 12 US-10-099-322-34 Sequerice 34, Appl
45 513 26.9 524 12 US-10-099-322-121 Sequence 121, App
ALIGNMENTS
RESULT 1

US-19-168-651-1

Sequence 1, Application US/10168651
Publication No. US$20030171275Al
GENERAL INFORMATION:
APPLICANT: INCYTE GENOMICS, INC.
ARPPLICAMNT: BAUGHW, Mariah R.
APPLICANT: BURFORD, Neil
APPLICANT: AU-YOUNE, Janice
APPLICANT: LU, Dyung Aina M.
APPLICANT: YANG, Junming
APPLICANT: REDDY, Roopa
APPLICANT: ©LAL, Preeti
APPLICANT: HILLMAN, Jennifer L.
APPLICANT : AZIMZAI, Yalda
APPLICANT: YUE, Henry
APPLICANT: NGUYEN, Danniel B.
APPLICANT+ YAO, Monique G.
APPLICANT: GANDHI, Ameeni R.
APPLICANT: TANG, Y, Tom
APPLICANT: KHAN, Farrah A.
TITLE OF INVENTION: TRANSPORTERS AND ION CHANNELS
FILE REFERENCE: PI-0005 BCT
CURRENT APPLICATION NUMBER: U&/10/168,651
CURRENT FILING DATE: 2002-06-21 ) :
PRIOR APPLICATION NUMBER: mo\qu 000; 60/176,083; e0/177,332; 60/178,572; 60/179. 7t
60/181,625 .
PRICR ﬁwvuzm DBATE: 19899-12-23; 2000-01- pb z2000-01-21; 2000-01-28; 2000-02-02;
2000-02-10
NUMBER OF SEQ ID NOS: 54
SOFTWARE: PERL Program
SEQ ID No 1
LENGTH: 477
TYPE: PRT
ORGANISM: Homo sapiens
FEATURE:
NAME/KEY: misc, feature
OTHER INFORMATION: Incyte ID No. US20030171275A1 1416107¢P1
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U$-10-168-651-1 Qy 111 mﬂcnHbﬂoocddﬂwowwbwﬂ%bw04¢bmrﬁbwﬂﬂHwqﬂdﬁﬂwﬁxarwwmn<%%3¢4dﬂmﬂ 17¢
sfee : I : I : |

Juery Match 100.0%; Score 2457; DB -12; Length 477; bb 123 YALMAGAHGLWMLLLGRTLTGFAGGLTAACIPVYVSEIAPPGVRGALGATPQLMAVEGSL 182

Best Local Similarity  100.0%; Pred. No. l.4e-208;

Matches 477; Conservative 0; Mismatches 9; Indels ¢; Gaps 0; oy 171 rwﬂrvnz<PMﬂﬂqﬂwﬂv®n<ﬂmmrzb%ﬁznﬂﬂwmawﬁ%ﬁﬁﬂomﬂmOﬂﬂzbwﬂNMWS%mmo 230
Qy 1 ﬂﬂﬂwwwﬂwﬂwwww%wWﬂ%ﬂﬂwﬂ%ﬂ%ﬂ%WWWMﬂww4%%W%ﬂwﬂwwwﬂ%%vammrombrnm 60 Db 183 mrmwrmrrvmswsrv<rmmvmdrmzurrrmmzmzmmmﬁrrmwmxummwrmwrw%bmoeu< 242

Iy
bb 1 MTPEDPEETQPLLGPPGGSAPRGRRVFLAAFAAALGPLSFGFALGYSSPATIPSLQRAAPP 60 - Qv 231 Q-|d%0mmﬂmunnbwwmmmrnnﬂbw%O%mHMx%mHHOCmrzbq%%rmwczvquﬁbMH%ﬂ 283
1 3 H H : o] L HH
oy 81 ﬂw%%ﬂ%ﬂﬂﬂw%%wﬂ%%ﬂ#%ﬂﬁﬂ%%ﬂﬁ%ﬂﬂﬁ%ﬂﬂﬂ%qﬂﬁm%%%%w%ﬂw%ﬂ%wwwﬂﬁﬂﬂ%ﬂ% 120 bh 243 DVHWEFEQIQDNVRRQSSRVSWAEBARAPHVCRPITVALLMRLLOQLTGITPILVYLQSIF 302
|
Db 61 APRLDDAAASWFGAVVTLGAAAGGVLGGWLVDRAGRKLSLLLCSVPFVAGFAVITARDDY 120 Qy 284 mmwmmuu|-mbmmbbm<<<mcuo<vmeb<wwwuﬂumﬂ%wmvww<bmm€<ﬂ<mmembm%wﬂ 338
X [ M oaee] [ 131
Qy 121 dﬁﬂﬂﬂ%ﬂwwﬁ%wﬂM%%wmw%ﬂﬂﬂﬂﬂw%ﬂﬂﬂwW%ﬂmﬁwﬂw%4%%&4&%%m?bbﬂb&ﬁﬂ%bm 180 Cb 303 DSTAVLLPERID- - - ARIVGAVRLLSYLIAMLTMDLAGRKVLLFVSAAIMFARNLTLGLY 35%
HIHNT .

Db 121 WMLLGGRLLTGLACGVASLVAPVYISEIAYPAVRGLLGSCVOLMVVVGILLAYLAGWVLE 180 Qy 340 mmbﬂomMMQmem<me?m<% llllll ﬂ%w<uﬂm<ﬂ-%?zrb<mmznwﬂ%b%m4%W%%%% 392
N R > 260 TR PO PITARLE RGP AP D TL TP amaoR, e
Db 181 WRWLAVLGCVPPSLMLLLMCFMPETPRFLLTQHRROEAMAALRFLWGSEQGWEDPPIGAE 240 oy 393 vﬂwwﬂwwHm%wﬂ<ﬁﬂwﬂenH%%ﬂﬂZﬂﬁZﬂﬂvﬂﬂﬂmﬂmmb3m€bmmﬂﬂbﬂzvbwﬂmﬂwmw< 452
O% 241 %Mﬂ%%ﬂ%%ﬂ%mﬂﬂﬂxwwﬁ%Qﬂ%hﬂﬂ%worw%%Zﬂ%ﬂﬂﬂﬁ%ﬂwﬂ%ﬂ%%ﬂﬂwwmwﬁﬂdﬁﬁw% 300 Db 417 asrvzmm<ﬁwrwbwm<>mmrn<ﬁpm2rewmquNmmvm<¢mdmmrﬂ<mmmmmeHor¢mr 476

o HII L1y {LLLLE | |
2] 241 QSFHLALLRQPGIYKPFIIGVSLMAFQQLSGVNAVMFYAETIFEEAKFKDSSLASVVVGY 300 Qy 453 rﬂﬁbMﬂMﬂwﬂﬂ%maﬂwwwabmﬂm|%ﬂ 477
& A O S e L LT T = ” 177 VFIGCSTEGRSLRsSRFRGR $02
bb 301 IQVLFTAVAALIMDRAGRRLLLVLSGVVMVFSTSAFGAYFKLTQGGPGNSSHVAISAPVS 360

RESULT 3 "
Qy 361 AQPVDASVGLAWLAVGSMCLFIAGFAVGWGPIPWLLMSEIFPLHVKGVATGICVLTNWLM 420 U8-10-051-909-38
PELLEELES DRI L L UL LV L LU R L Ll iy Sequence 38, Application US/10051909
)2 361 ROPVDASVGLAWLAVGSMCLFIAGFAVGWGPIPWLLMSEIFPLHVKGVATGICVLTNWLM 426 Publication No., US20020195217A1
) ; GENERAL INFORMATION:

Qy 421 AFLVTKEFSSLMEVLRPYGAFWLASAFCIFSVLETLECVPETHGKTILEQITANFREGR 477 APPLICANT: Allen, Steve -

ELLLLLVLLIIE LI

PELVLLLLLL OV E L L E L]

"APPLICANT: Helentjaris, Tim

Dby 421 AFLVTKEFSSLMEVLRPYGAFWLASAFCIFSVLFTLFCVPETKGKTLEQITAHFEGR 477 APPLICANT: Hitz, BLll
APPLICANT: Kinney, Tony
APPLICANT: Tingey, Scott
RESULT 2
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;  TITLE OF INVENTION: Plant Sugar Transport Proteins

Ug-10-157-031-358 ; FILE REFERENCE: BB1l63 US CIP

i ; CURRENT APPLICATION NUMBER: US/10/0S1,909

; Publication Mo. US20030108890A1 ; CURKENT FILING DATE: 2002-01-17

; GENERAL INFORMATION: ; PRIOR APPLICATION NUMBER: 60/083,044

; APPLICANT: Barancgva, A. V. ; PRIOR FILING DATE: April 24, 1998

: APPLICANT: Yankovsky, N. XK. ; NUMBER OF SEQ ID NOS: 38
7
U.

APPLICANT: Kozlov, A. P. SOFTWARE: Microsoft Office $7

i
; APPLICANT: Lobashev, A. V. SEQ ID NO 38
; APPLICRNT: Krukovskaya, L. L. LENGTH: 501
; TITLE OF INVENTION: In silico screening for phenotype-associated expressed sequences TYPE: PRT
; FILE REFERENCE: 2760-103 ORGANISH: Oryza sativa
;  CURRENT APPLICATION WIMBER: US/10/157,031% $-10-051~909-38
; CURRENT FILING DATE: 2002-95-30
; NUMBER QF SEQ ID NOS: 415 Query Match 29.4%; Score 723; DB 14; Length 501; :
; SOUPIWARE: PatentIn version 3.1 ’ Best Local Similarity  35.6%; Pred. No. 2,2e-55; :
; SEQ ID NO 259 Matches 173; Conservative 89; Miswmatches 172; Indels 52; Gaps 8; :
;  LENGTH: 507 i
i TYPE: PRT Qy 17 Omm>mm0mw<mrbbmw ..... mm—mmmm—— BALGPLSFGPALGYSSPAIPSLORAAPPAF 62 4
;i - ORGANISM: Homo sapiens 14 i sl ilh: 11 1141 | 1 k
US-10-157-031-352 Db 39 Onmﬂmzommmmmmwﬂmvmumm<mw¢bnerH<VPQMHOmmmﬂommmme-||-oanHmUF 94
Query Match 38.6%; Score 948; DB 15; Length 507; oy 53 »ruvawm5mQﬁ¢<ehobbbmm<b®02b<uwbmwmhmrrﬁnm<mm<bmﬂb<uebbouczz 122 4
Best Local Similarity 42.7%; Pred. No. 3e-75; R EIE . | SRk NI i
Matches 216; Conservative 80; Mismatches 166; Indels 44; Gaps 11; Db 95 oﬁebmmmmvmmmvmz4mbx<0bemnonmuHmmxmmrszvHmzHHOEermm?ﬂbmmm 154 .
Qy 10 oﬂwwwal---lus--.-WﬂmombMﬁnw-\-;-|-ﬂqmbwaWﬂbbmmrwqGWQFQNUWtw 50 Qv 123 wrowﬂwwﬂﬂbbn%ﬂbmv%bwﬂwﬂmwﬁﬁmwbddwrwwwn<%¢3%<<%ﬂwﬂﬂMWb%z<rmqw 182 - E
Db 3 mMrrCPMDwUAUHMﬂmxmmmmumowr%dmarozxw&%FVH%%W<W%ZWW%MM§W<%emW< 62 )] 155 LEMGRLLEGFGVGVISYVVPVYIAEIAPQTMRGALGSVNOLSVTIGILLAYLLGMFVPWR 214 .
51 Hﬂmwomw»mmwumvuuywmwdmmw%<ermwwwmwavmmzr<owwomNrmvvrom<umqwo 110 Qy 183 zwwﬂrwnﬁwwﬂrzrrEZnﬂzwmawqmvrwommmomwzwbqwmwgﬂmwoosmwmmﬂowﬂ-- 240
! SEER I Iy AR RS KRR AR RNy [l LHL e 4] ] . s

63 IPALERSLDPDLHLTKSQASWFGSVFTLGARAGGLSAMILNDLLGRKLSIMFSAVPSARG 122 Db 215 ILSVLGILPCSILIPGLFFIPESPRWLAKMGKMEDFESSLQVLRGFE- -~~~ TRIAVEVN 269
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